
miR-3692-5p demonstrated excellent predictive accuracy for HCC recurrence (AUC = 0.995, p <
0.0001), outperforming Milan criteria (AUC = 0.550, p = 0.706)

–

Low expression of miR-3692-5p identified high-risk patients with significantly shorter median
recurrence-free survival (17 months versus 38.5 months, p < 0.005)

–

A combined 3-miRNA signature (miR-3692-5p, miR-424, miR-718) achieved excellent overall
predictive performance (AUC = 0.9, p < 0.05)

–

The study analyzed approximately 4,000 miRNAs from formalin-fixed paraffin-embedded HCC
tissue obtained at transplantation in 10 patients with recurrence and 10 without

–

Integrating molecular biomarkers into existing clinical risk models improved predictive and
prognostic accuracy, highlighting potential for personalized risk assessment in transplant
oncology

–
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Summary

INVESTIGATION OF TUMOR-DERIVED MICRORNAS FOR
PREDICTION OF HCC RECURRENCE FOLLOWING
ORTHOTOPIC LIVER TRANSPLANTATION
Alexander Link

A proof-of-concept study of 20 liver transplant patients identified three
microRNAs from pre-transplant HCC tissue that predict post-transplant
recurrence with greater accuracy than Milan criteria.
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